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Riassunto

L'osso bovino deproteinizzato (DBBM) é il sostituto osseo piu comunemente utilizzato negli
innesti ossei. Studi recenti hanno descritto la capacita del DBBM di influenzare il sistema
immunitario dell’ospite inducendo i macrofagi a differenziare in senso antinfiammatorio (M2).
Dopo aver confermato la capacita del DBBM di indurre il fenotipo macrofagico M2, lobiettivo di
questo studio é stato quello di identificarne un potenziale meccanismo regolatore. Abbiamo
ipotizzato che la corona proteica che si forma attorno ai granuli di DBBM dopo il loro contatto
con il sangue possa svolgere un ruolo importante nell attivazione macrofagica. I risultati ottenuti
con SDS-PAGE e Western Blot hanno evidenziato una selettivita del DBBM per le
immunoglobuline G (IgG). Pertanto, abbiamo analizzato la polarizzazione di macrofagi primari
umanti coltivati a contatto con il DBBM in presenza o in assenza di IgG. I risultati di espressione
genica (RT-PCR) hanno rivelato un’attivazione macrofagica pitt marcata sul DBBM e indirizzata
al fenotipo Mz2. Inoltre, linduzione della citochina antinfiammatoria IL-10 é risultata
significativamente pitl elevata di quella delle citochine pro-infiammatorie IL-8 (p=0.00116) e
TNFa (p=0.0091). I risultati di questo studio indicano chiaramente che ladsorbimento
preferenziale di IgG al DBBM stimola i macrofagi a produrre IL-10 che, a sua volta, é
plausibilmente implicata nella formazione di un microambiente favorevole all’'osteogenesi.

Abstract

Deproteinized bovine bone mineral (DBBM) is the gold standard xenograft used in bone
augmentation procedures. Recent findings have demonstrated that DBBM exerts and
impact on host immune response by inducing macrophage polarization towards an
alternative activation (M2). In this study, we confirmed the capacity of DBBM to induce
the Mz2-phenotype and further identified a potential controlling mechanism. We
hypothesized that the protein-corona formed around DBBM granules after their insertion
plays an important role in the control of macrophage polarization. SDS-PAGE and Western
Blot results identified a selectivity of DBBM for immunoglobulins-G (IgG). Therefore, we
analyzed the polarization of primary human macrophages, derived from peripheral blood,
on DBBM granules in the presence or in the absence of IgG. RT-PCR results demonstrated
a higher activation of macrophages on DBBM and a tendency to shift their phenotype
toward the M2 polarization. Furthermore, we detected a more marked induction of the
anti-inflammatory interleukin IL-10 if compared to the pro-inflammatory IL-8 (p=0.0116)
and TNFa (p=0.0091) expression. The results from this study indicate that the selective
adsorption of IgG to DBBM preferentially stimulates the production of the anti-
inflammatory IL-10 in human macrophages, which could be potentially involved in the
creation of a microenvironment suitable for osteogenesis.

Introduction
Over the last decades, bone grafts have been widely used for bone augmentation
procedures and the management of periodontal bone defects3. Among them,
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deproteinized bovine bone mineral (DBBM), which is basically hydroxyapatite obtained
with the removal of any organic components from bone of bovine origin, is the gold
standard xenograft. Even though DBBM lacks any intrinsic osteoinductive potential, large
preclinical studies have confirmed its osteogenic and osteoconductive capacities, which
prominently enhance the speed and the quality of new bone formation4 5. Interestingly,
previous studies have also convincingly demonstrated the capacity of DBBM to induce the
formation of large multinucleated giant cells (MNGCs) in vivo® 7. This evidence, together
with the proof that cells from the monocytic lineage are among the first to come in contact
with biomaterials8 9, suggests a potential important role of the host innate immunity in
bone regeneration.

Macrophages are phagocytic cells involved in innate immunity that circulate in blood or
reside in specialized tissues contributing in the maintenance of local homeostasis©. They
are typically characterized by their plasticity in response to the exposure to different milieu
signals, which leads to the switch of their metabolic and functional properties into a
killing/inhibitory capacity (M1) or into a heal/promoting setting (M2)t 12, Therefore, it is
convincible that the role of these cells in bone tissue is highly influenced by the
implantation of a foreign biomaterial, such as DBBM:3. In this regard, in vitro studies on
murine models have convincingly shown that osteoblasts differentiation on DBBM is not a
direct consequence of the material contact4 but, rather, an effect of macrophage
polarization towards an M2 phenotype!s. However, the mechanism that controls
macrophage phenotype upon interaction with DBBM has not been investigated yet.

During the surgical procedure DBBM is often used in combination with patient’s own
blood. It follows that plasma proteins are quickly adsorbed on material surface shortly
after its insertion, and the formation of this so-called protein-corona is the first and
decisive step to define cell-DBBM interactiont®. Protein adsorption to biomaterials is a
complex process, and when DBBM is exposed to blood plasma, certain molecules are
preferentially deposited from the bulk. The most abundant protein species present in the
bulk solution are adsorbed firstly. Subsequently, molecules endowed with greater affinity
for the substrate may induce the detaching of the previously adsorbed and less affine
ones!7- 18, Therefore, the characterization of blood plasma protein adsorption to DBBM is
the first step to understand the mechanisms behind its clinical performance.
Immunoglobulins are among the most abundant proteins in blood (15-20mg/ml) and are
capable to elicit a variety of cellular responses through their Fc portion. Immunoglobulins-
G (IgG) represent the most abundant antibody class in blood (~12mg/ml) and are capable
of binding various members of the Fcy receptor family (FcyRs), which are expressed on
several immune cells'9: 20. Human macrophages express FcyRI and, interestingly, 1gG4
binding to this receptor has been described to trigger the M2-like phenotype2:.

Considering these premises, the aim of this work was to study the adsorption pattern of
blood plasma protein to DBBM and, therefore, to determine potential mechanisms
triggered by IgG in inducing the activation of macrophages towards M2-like phenotype.

Materials and Methods

This study has been conducted using BioOss® granules kindly provided by Geistlich
Pharma AG (Wolhusen, CH) and primary macrophages isolated from whole human blood
according to the approval by the local ethic committee (#3182/2018).

Protein adsorption studies

The adsorption pattern of blood plasma proteins to DBBM has been investigated by
soaking DBBM granules (range size 0.25-1mm) in 2% human serum. The amount of
protein adsorption has been monitored through Bradford assay, while the composition of
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the protein-corona has been investigated through SDS-PAGE and Western Blot (WB)
analysis.

Bradford assay — Seventy-mg of DBBM were weighed and soaked for 1h at room
temperature (RT) on an orbital shaker with 500ul of PBS (Thermo Fisher, Waltham, MA —
USA) supplemented with 2% of IgG-depleted human serum (IHPLA-SER-GF, Innovative
Research, Novi, IT) in the presence or in the absence of a 2%-diluted physiological
concentration (0.3mg/ml) of human IgG (I4506, Sigma-Aldrich, Saint-Louis, MI — USA).
Ten-ul aliquots of supernatants were collected after 5, 15, 30, 45 and 60min and used for
protein quantitation. Bradford assay (BIO-RAD Protein Assay, BIO-RAD, Hercules, CA —
USA) was performed mixing serum aliquots with 200ul of Bradford Working Solution.
Specimens were incubated at 37°C for 2min and their absorbance was assessed at 620nm
with a Multiskan FC plate reader (Thermo Fisher).

SDS-PAGE — Seventy-mg of DBBM were weighed and soaked for 1th with 2% human
serum in the presence or in the absence of IgG as described above. For total proteins
recovering, samples were incubated with 100oul of Sample Buffer 1X (Tris-HCl 62.5mM pH
6.8, SDS 1,5%w/v, DTT 100mM and traces of Bromophenol Blue), cooled at -20°C
overnight, sonicated for 1omin and boiled at 95°C for s5min. Equal volumes of samples
were thus loaded on a 12% polyacrylamide gel (Sigma-Aldrich) and separated at 110V for
1h and 3omin. To reveal proteins, gel was exposed to the Silver Stain solution (Silver Stain
solution kit, BIO-RAD) and images were acquired by Personal Densitometer SI (Molecular
Dynamics, GE Healthcare, Little Chalfont, UK).

Western blot — After SDS-PAGE analysis, separated proteins were blotted on a PVDF
membrane (Immobilon-P, Darmstadt, D) at 100V for 1h. Non-specific sites were blocked
for 1th at RT in Tris-buffered saline (TBS, TrisHCl 5o0mM ph 7.5 and NaCl 150mM)
containing 10% of blocking reagent (Roche S.p.A., Segrate, IT). Membrane was then
incubated overnight with an anti-human HRP-conjugated IgG antibody (abcam,
Cambridge, UK) diluted 1:10000 (Sigma-Aldrich). Immunoreactivity was visualized with
enhanced chemiluminescence (Immobilon Western Chemiluminescent HRP, Sigma-
Aldrich).

Samples preparation

To simplify the model and to better understand the effects of IgG on macrophage
polarization, an albumin solution at serum concentration supplemented or not with
human IgG was used for DBBM coating.

DBBM coating — Human albumin solution (Alburex®, CSL Behring, Bern, CH) was
diluted at 2% in PBS (0.8mg/ml) and supplemented or not with IgG (Privigen®, CSL
Behring) at a final 2%-diluted physiological concentration (0.3mg/ml). The 2 different
solutions were then used to coat 7omg of DBBM granules or the bottom of 48-well tissue
culture plates, which were used as controls, for th at RT on an orbital shaker. A WB
analysis (see above) was then performed to confirm albumin and IgG adsorption on
granules. Albumin detection was performed using an anti-albumin (Cell Signalling)
primary antibody diluted 1:800 in 0.1% Tween20 in TBS supplemented with 5%BSA and
revealed with an HRP-conjugated secondary antibody diluted 1:10000 (Cell Signalling).

In vitro assays

The polarization of human macrophages obtained after selection and differentiation of
human monocytes isolated from whole blood plasma has been studied through RT-PCR.
Blood samples — Ten 5ml specimens of whole human plasma were collected. Eligible
volunteers were identified from the members of the research team of the School of Dental
Medicine of the University of Parma, Italy. The presence of hematological, immunological
or diabetic diseases was an exclusion criterium. All the subjects gave written informed
consent (#3182/2018), and full medical history was recorded. Blood samples were
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collected in the morning and immediately transferred to the laboratory for monocyte
isolation that was completed within 8h.

Macrophage isolation and culture — Ficoll-Paque Plus solution (Sigma-Aldrich) was
used to separate peripheral blood mononuclear cells (PBMCs), followed by two rinses in
PBS for better removal of platelets. After having determined the cell number, PBMCs were
resuspended in RPMI-1640 (EuroClone, Pero, IT) supplemented with 5% of human serum
(Innovative Research), L-Glutammine 2mM (Thermo Fisher) and 1% PenStrep (Thermo
Fisher) and plated on a 6-well plate. Thirty minutes after seeding non-adhering cells were
gently removed and the culturing media was further supplemented with M-CSF 50ng/ml
(BioTechne, Minneapolis, MN — USA) for macrophage differentiation. After 7 days,
macrophages were recovered and seeded on DBBM at a final concentration of
300000cells/sample in complete RPMI-1640 supplemented with 2% human albumin (CLS
Behring), L-Glutammine 2mM and 1% PenStrep.

RT-PCR analysis — Total RNA from human macrophages was extracted 48h after
seeding by TRIzol (Thermo Fisher) and further purified using the GeneJET RNA
purification kit (Thermo Fisher). Five hundred-mg of RNA were used as a template for
cDNA synthesis using a RevertAid RT Reverse Transcription kit (Thermo Fisher). The
expression of cluster differentiation related genes CD68 (Mo), CD86 (M1) and CD36 (M2),
as well as the expression of the inflammatory-related interleukin-8 (IL-8) and tumor
necrosis factor alpha (TNFa), and of the anti-inflammatory IL-10 was detected by RT-PCR.
The specific primer sets are outlined in Table 1. RT-PCR was performed in a total volume
of 20ul with the Power UP SYBR Green Master Mix (Thermo Fisher) and the target gene
expressions were evaluated with a StepOne Plus Real-Time PCR System (Applied
Byosistem, Foster City, CA — USA). Data analysis was made according to the relative
standard curve method. Expression data were reported as the ratio between each
investigated mRNA and RPL15 mRNA.

CD68 GGAAATGCCACGGTTCATCCA TGGGGTTCAGTACAGAGATGC
CD86 ACAAAAAGCCACAGGAATG CAGGGAATGAAACAGACAAGC
CD36 CTGTCATTGGTGCTGTCCTG GCGTCCTGGGTTACATTTTC
IL-8 ACTGAGAGTGATTGAGAGTGGAC AACCCTCTGCACCCAGTTTTC
IL-10 TCAAGGCGCATGTGAACTCC GATGTCAAACTCACTCATGGCT
TNFa ATGAGCACTGAAAGCATGATCC GAGGGCTGATTAGAGAGAGGTC

Table 1: Primer sequence used for RT-PCR

Statistical analysis

Data were analyzed using Prism8 (GraphPad, La Jolla, CA — USA) and are reported as the
mean + SD of three repeated experiments performed in multiple replicates. Differences
between groups were evaluated with either t-test or one-way ANOVA statistical test with
Tukey multiple comparison post-hoc test and considered significant when p<o0.05.
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Results

DBBM protein-corona formation

A Bradford assay was exploited to study the time-course of blood plasma protein
adsorption to DBBM. Protein adsorption followed a hyperbolic trend (R2=0.9672) showing
a massive adsorption within 15min without any marked difference between IgG-depleted
and IgG-supplemented sera (Fig.1a).

When the protein-corona composition was qualitatively analyzed by SDS-PAGE and WB,
the patterning of DBBM adsorbed proteins was similar to that of complete human serum
(Fig.1b lane3 vs. lanes). However, the intensity of revealed bands showed that some
proteins were better adsorbed than others. Interestingly, the band around 70kDa, which is
putatively that of serum albumin, was only moderately adsorbed on DBBM, while the one
around 50kDa (putatively containing IgG heavy chains) and the one around 23.5kDa
(putatively containing of IgG light chains) were more evident in the DBBM sample (lanes).
Since electrophoresis data can only be considered semi-quantitative, to further
characterize protein adsorption to DBBM, we performed an immunoblot. IgG heavy chains
were massively present in the pool of DBBM-adsorbed proteins (Fig.1c¢). Noteworthy,
DBBM showed a greater affinity for the IgG heavy chain, while no adsorption of other Ig
isoforms, such as IgA or IgM was detectable as in the complete serum counterpart.
Additionally, although roughly equal amounts of proteins were adsorbed to DBBM
(Fig.1a), no evident pattern change, besides IgG-containing bands, was visible when IgG-
depleted medium was used (Fig.1b).
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Figure 1: Protein adsorption study. (A) Time course of complete or IgG-depleted 2% human serum proteins to DBBM.
(B) SDS-PAGE of complete or IgG-depleted 2% human serum proteins adsorbed for 1th to DBBM. (C) Western Blot
analysis of IgG adsorbed to DBBM.

The affinity of DBBM for IgG was further confirmed when DBBM or controls were
incubated with serum or albumin solution in the presence or in the absence of IgG. While
DBBM evidently adsorbed IgG (Fig.2b), no IgG adsorption was detected for controls
(bottom of culture wells). Moreover, controls showed a remarkable affinity for albumin,
which, on the contrary, was less evidently adsorbed on DBBM (Fig.2a).
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analysis of IgG adsorbed to DBBM.
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The effect of protein-corona on macrophage activation and differentiation

The study of macrophages activation was performed on DBBM and on controls previously
exposed to a solution of albumin and IgG or of albumin at physiological concentrations.
The expression of the CD68 was markedly enhanced when IgG were adsorbed on DBBM
(Fig.3a — Control vs. DBBM + IgG p=0.0016; Control + IgG vs. DBBM + IgG p=0.0014;
DBBM vs. DBBM + IgG p=0.0029). Furthermore, when the fold-change IgG vs. No IgG
was considered, a higher expression of the macrophage marker dependent on the presence
of IgG was evident for DBBM if compared to the control (p=0.0130). Noteworthy, the
expression of the pro-inflammatory marker CD86 was greatly diminished on DBBM both
in the presence or in the absence of IgG, showing statistically significant differences with
the control pre-adsorbed with IgG (Fig.3b — Control + IgG vs. DBBM p=0.0254; Control
+ IgG vs. DBBM + IgG p=0.0259), while no significant differences were assessed on DBBM
in the presence or in the absence of IgG (p>0.9999). Consistently, the analysis of the fold-
change showed lack of induction on DBBM even though the difference with control was
not significant (p=0.0764). On the contrary, the analysis of the fold-change for the
expression of the scavenger receptor CD36 showed a positive effect of DBBM against the
control even though without significant differences (p=0.1445). The levels of CD36
expression were indeed comparable among all the samples and statistically significant
differences were detected only between DBBM and controls in the absence of IgG (Fig.3c¢
— Control vs. DBBM p=0.0434).
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The effect of protein-corona on cytokines expression

The influence of adsorbed proteins on macrophage polarization has been further
investigated through the analysis of the expressed cytokines. Particularly, the transcription
levels of IL-8, IL-10 and TNFa have been taken into consideration.

The expression of IL-8 was promoted on DBBM and further enhanced by the presence of
IgG (Fig.4a — Control vs. DBBM p=0.0041; Control vs. DBBM + IgG p=0.0006; Control +
IgG vs. DBBM p=0.0289; Control + IgG vs. DBBM + IgG p=0.0017; DBBM vs. DBBM +
IgG p=0.0177). However, when the fold-change IgG vs. No IgG was considered, the
production of IL-8 was more markedly enhanced by the antibodies on controls than on
DBBM (p=0.0046), suggesting that the stimulatory effect of IL-8 production detected in
macrophages exposed to DBBM is somewhat blunted by IgG. At variance with IL-8
expression, DBBM did not influence the expression of IL-10 (Fig.4b — Control vs. DBBM
p=0.2934; Control + IgG vs. DBBM + IgG p=0.1815), which was instead markedly
influenced by the presence of IgG (Fig.4b — Control vs. Control + IgG p=0.0178; Control +
IgG vs. DBBM p=0.0248; DBBM vs. DBBM + IgG p=0.0055). The analysis of the fold-
change indicated that IgG effect was significantly higher with DBBM than under control
conditions (p=0.0121). Surprisingly, the expression of TNFa was comparable among all
the groups and the fold-change did not reveal any significant difference (Fig.4c —

p=0.1335).
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The direct comparison of the fold-changes in cytokine expression induced by IgG in

macrophages seeded on DBBM (Fig.5), highlighted a much higher induction of IL-10
compared to both IL-8 (p=0.0116) and TNFa (p=0.0091).
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Figure 5: Cytokine expression analysis. Comparison of IgG/No IgG fold change of IL-8, IL-10 and TNFa. *=p<0.05.

Discussion

Macrophages represent the driving force that coordinate the chronic inflammation at
biomaterials interface after insertion22. Once activated, these cells interact with the foreign
material showing most often features of a classically activated pro-inflammatory
phenotype (M1). However, macrophages exhibit a functional plasticity that allows a more
or less complete switch of their metabolism and functional properties towards an
alternatively activated anti-inflammatory and pro-resolving phenotype (M2)2. A debate on
the mechanisms regulating macrophages commitment is still open and, together with the
complexity of intermediate or mixed phenotypes, still renders difficult to understand the
precise role played by macrophages during specific regenerative processes, such as the
new-bone formation that occurs after augmentation procedures.

Recent findings have shown that DBBM, a typical bone xenograft commonly used in
dentistry, promotes macrophage polarization toward an M2-pro-resolving phenotype,
which further contributes to the creation of a microenvironment suitable for osteoblast
maturation and new-bone depositionts. Nevertheless, the mechanisms that drive M2-
polarization on DBBM remains to be characterized. In this study, we have analyzed the
role of plasma protein adsorption at the interface of DBBM on macrophage activation and
polarization.

When serum proteins were adsorbed on DBBM, a massive contribution of IgG in forming
the protein-corona was evident (Fig.1b-c). Since, as a consequence of the Vroman effect8,
albumin is the first molecule to be adsorbed on surfaces, we can presume that DBBM
possesses a remarkable affinity for IgG. Therefore, we investigated if IgG could influence
the response of macrophages when cultured on DBBM. The analysis of the CDs (cluster of
differentiation) revealed that the expression of CD68, a general marker for macrophages
activation, was promoted on DBBM when IgG were adsorbed (Fig.3a). Furthermore, the
expression of CD86, which is expressed at low levels in monocytes and up-regulated on
macrophages surface under inflammatory conditions23, was stimulated by IgG adsorbed to
culture plastic but not to DBBM (Fig.3b). Even though no significant differences were
detected, the expression of the CD36, a scavenger receptor that is an important player in
collagen-guided platelet adhesion?4, exhibited a positive trend in macrophages seeded on
DBBM as an effect of IgG adsorption (Fig.3c). According to Shi et al., our findings confirm
that DBBM elicited effects on the behavior of macrophages by shifting their phenotype
toward the M2 extreme and suggest that IgG adsorption can influence this effect?s.
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Additional information has been obtained from the analysis of cytokine expression, which
clearly identified a potential anti-inflammatory role of IgG when adsorbed on DBBM.
Consistently with the literature, the expression of the gene for IL-8, which is a potent pro-
inflammatory mediator, was promoted on DBBM and further enhanced by the presence of
IgG both on DBBM and on controls25. However, the effect of IgG was much smaller on
macrophages seeded on DBBM and, interestingly, DBBM-dependent induction was laved
in the presence of IgG, compared with samples treated with albumin alone, suggesting that
IL-8 increase should be attributed to DBBM. Conversely, a 2-folds induction of IL-10 gene
(Fig.4a), which is mainly expressed and secreted by immunocompetent cells to limit and
control the inflammatory response, was observed when IgG were adsorbed on DBBM
(Fig.4b). IL-10 is a potent anti-inflammatory cytokine that inhibits macrophage activation
by suppressing the production of inflammatory cytokines26. Consistently with this, the
presence of adsorbed IgG seems to recover the expression levels of TNFa (Fig.4c¢), but this
data should be confirmed with further analysis.

It should be stressed that our data have been obtained with primary human macrophages.
To the best of our knowledge, previous efforts that aimed to study macrophage
polarization on biomaterials in vitro were mostly conducted using murine cells or cell lines
of human or murine origin. Since murine and human macrophage models are known to
possesses high discrepancies in their M1/M2 profiles, such as different capability of
inducing NO synthase (NOS) activity, as well as of expressing in cytokines or chemokines
receptors27: 28, the use of primary macrophages isolated from whole blood plasma confers
reliability to our results.

In conclusion, these data are consistent with the hypothesis that, while contact with DBBM
promotes the acquisition of functional competence by blood-derived macrophages,
preferential IgG adsorption to DBBM, due to a marked affinity of these proteins for the
material, may promote anti-inflammatory and pro-repair responses of human
macrophages through IL-10 expression. If expression data will be confirmed with
determinations of secreted cytokines, we can furthermore speculate that macrophage-
derived IL-10 could be involved in bone regeneration on two different levels. First, IL-10 is
known to activate osteoblasts by stimulating the secretion of osteoprotegerin (OPG) and
inhibiting that of the receptor activator of nuclear factor kappa-B ligand (RANKL), needed
for osteoclast differentiation29. On the other hand, IL-10 is an inhibitor of the TNFa
productionz¢. High levels of TNFa enhance the secretion of the IL-6, a potent effector of
the osteoclastogenesis, and further induces osteoclastogenesis by direct stimulation of
macrophages when exposed to RANKL3¢: 3. IL-10 could be involved in inhibiting this
pathway. Further studies investigating the effects of macrophages conditioned medium on
osteoblasts and osteoclasts activity are needed to validate these mechanisms.

Acknowledgements

This study has been supported by a 2017 research grant from the American Academy of Implant
Dentistry Foundation. The authors would like to thank Geistlich Pharma AG (Wolhusen, CH) for
kindly providing BioOss®, Dr. Birgit Schdfer (Geistlich Pharma AG) for her precious advice and
Dr. Federica Bragantini (Geistlich Biomaterials Italia, Thiene, IT) for her technical support. The
authors declare no conflicts of interests in relation to this work.



SIdP Sessione Premio H.M. Goldman 2019 - SIdP H.M. Goldman Award 2019 Session
19" International Congress

References

1. Donos, N.; Lang, N. P.; Karoussis, I. K.; Bosshardt, D.; Tonetti, M.; Kostopoulos, L., Effect of GBR
in combination with deproteinized bovine bone mineral and/or enamel matrix proteins on the healing of
critical-size defects. Clinical Oral Implants Research 2004, 15 (1), 101-111.

2. Sartori, S.; Silvestri, M.; Forni, F.; Cornaglia, A. I.; Tesei, P.; Cattaneo, V., Ten-year follow-up in a
maxillary sinus augmentation using anorganic bovine bone (Bio-Oss). A case report with histomorphometric
evaluation. Clinical Oral Implants Research 2003, 14 (3), 369-372.

Hammerle, C. H. F.; Jung, R. E.;; Yaman, D.; Lang, N. P., Ridge augmentation by applying
bloresorbable membranes and deprotelnlzed bovine bone mineral: a report of twelve consecutive cases.
Clinical Oral Implants Research 2008, 19 (1), 19-25.

4. De Santis, E.; Lang, N. P.; Ferreira, S.; Garcia, I. R.; Caneva, M.; Botticelli, D., Healing at implants
installed concurrently to maxillary sinus floor elevation with Bio-Oss((R)) or autologous bone grafts. A histo-
morphometric study in rabbits. Clinical Oral Implants Research 2017, 28 (5), 503-511.

5. Schwartz, Z.; Weesner, T.; van Dijk, S.; Cochran, D. L.; Mellonig, J. T.; Lohmann, C. H.; Carnes,
D. L.; Goldstein, M.; Dean, D. D.; Boyan, B. D., Ability of deproteinized cancellous bovine bone to induce
new bone formation. Journal of Periodontology 2000, 71 (8), 1258-1269.

6. Chackartchi, T.; Iezzi, G.; Goldstein, M.; Klinger, A.; Soskolne, A.; Piattelli, A.; Shapira, L., Sinus
floor augmentation using large (1-2 mm) or small (0.25-1 mm) bovine bone mineral particles: a prospective,
intra-individual controlled clinical, micro-computerized tomography and histomorphometric study. Clinical
Oral Implants Research 2011, 22 (5), 473-480.

7. Jensen, S. S.; Gruber, R.; Buser, D.; Bosshardt, D. D., Osteoclast-like cells on deproteinized bovine
bone mineral and biphasic calcium phosphate: light and transmission electron microscopical observations.
Clinical Oral Implants Research 2015, 26 (8), 859-864.

8. Chehroudi, B.; Ghrebi, S.; Murakami, H.; Waterfield, J. D.; Owen, G.; Brunette, D. M., Bone
formation on rough, but not polished, subcutaneously implanted Ti surfaces is preceded by macrophage
accumulation. Journal of Biomedical Materials Research Part A 2010, 93A (2), 724-737.

0. Pajarinen, J.; Kouri, V. P.; Jamsen, E.; Li, T. F.; Mandelin, J.; Konttinen, Y. T., The response of
macrophages to titanium particles is determined by macrophage polarization. Acta Biomaterialia 2013, 9
(11), 9229-9240.

10. Wong, K. L.; Yeap, W. H.; Tai, J. J. Y.; Ong, S. M.; Dang, T. M.; Wong, S. C., The three human
monocyte subsets: implications for health and disease. Immunologic research 2012, 53 (1-3), 41-57.

11. Mills, C. D., M1 and M2 Macrophages: Oracles of Health and Disease. Critical reviews in
immunology 2012, 32 (6), 463-88.

12. Italiani, P.; Boraschi, D., From Monocytes to M1/M2 Macrophages: Phenotypical vs. Functional
Differentiation. Frontiers in immunology 2014, 5, 514.

13. Miron, R. J.; Bosshardt, D. D., OsteoMacs: Key players around bone biomaterials. Biomaterials
2016, 82, 1-19.

14. Miron, R. J.; Sculean, A.; Shuang, Y.; Bosshardt, D. D.; Gruber, R.; Buser, D.; Chandad, F.; Zhang,
Y. F., Osteoinductive potential of a novel biphasic calcium phosphate bone graft in comparison with
autographs, xenografts, and DFDBA. Clinical Oral Implants Research 2016, 27 (6), 668-675.

15. Shi, M. S.; Wang, C.; Wang, Y. L.; Tang, C. Z.; Miron, R. J.; Zhang, Y. F., Deproteinized bovine
bone matrix induces osteoblast differentiation via macrophage polarization. Journal of Biomedical Materials
Research Part A 2018, 106 (5), 1236-1246.

16. Vogler, E. A., Protein adsorption in three dimensions. Biomaterials 2012, 33 (5), 1201-37.

17. Andrade, J.; Hlady, V., Protein adsorption and materials biocompatibility - a tutorial review and
suggested hypotheses. Advances in Polymer Science 1986, 79, 1-63.

18. Hirsh, S. L.; McKenzie, D. R.; Nosworthy, N. J.; Denman, J. A.; Sezerman, O. U.; Bilek, M. M. M.,
The Vroman effect: Competitive protein exchange with dynamic multilayer protein aggregates. Colloids and
Surfaces B-Biointerfaces 2013, 103, 395-404.

19. Takai, T., Fc receptors and their role in immune regulation and autoimmunity. Journal of Clinical
Immunology 2005, 25 (1), 1-18.
20. Nimmerjahn, F.; Ravetch, J. V., Fc gamma receptors as regulators of immune responses. Nature

Reviews Immunology 2008, 8 (1), 34-47.

21. Swisher, J. F. A.; Haddad, D. A.; McGrath, A. G.; Boekhoudt, G. H.; Feldman, G. M., IgG4 can
induce an M2-like phenotype in human monocyte-derived macrophages through Fc gamma RI. Mabs 2014,
6 (6),1377-1384.

22, Davies, L. C.; Rosas, M.; Jenkins, S. J.; Liao, C. T.; Scurr, M. J.; Brombacher, F.; Fraser, D. J.;
Allen, J. E.; Jones, S. A.; Taylor, P. R., Distinct bone marrow-derived and tissue-resident macrophage
lineages proliferate at key stages during inflammation. Nat Commun 2013, 4, 1886.

23. Manzoor, A., Introduction to costimulation and costimulatory molecules. In Developing
costimulatory molecules for immunotherapy of disease, Direct, S., Ed. 2015.



SIdP Sessione Premio H.M. Goldman 2019 - SIdP H.M. Goldman Award 2019 Session
19" International Congress

24. Tandon, N. N.; Kralisz, U.; Jamieson, G. A., Identification of glycoprotein IV (CD36) as a primary
receptor for platelet-collagen adhesion. J Biol Chem 1989, 264 (13), 7576-83.

25. Lange, T.; Schilling, A. F.; Peters, F.; Haag, F.; Morlock, M. M.; Rueger, J. M.; Amling, M.,
Proinflammatory and osteoclastogenic effects of beta-tricalciumphosphate and hydroxyapatite particles on
human mononuclear cells in vitro. Biomaterials 2009, 30 (29), 5312-8.

26. Hart, P. H.; Ahern, M. J.; Smith, M. D.; Finlay-Jones, J. J., Comparison of the suppressive effects of
interleukin-10 and interleukin-4 on synovial fluid macrophages and blood monocytes from patients with
inflammatory arthritis. Immunology 1995, 84 (4), 536-42.

27. Mestas, J.; Hughes, C., Of mice and not men: differences between mouse and human immunology.
2004, 172, 2731-2738.

28. Schneemann, M.; Schoedon, G., Species differences in macrophage NO production are important.
2002, 3,102.

20. Liu, D.; Yao, S.; Wise, G. E., Effect of interleukin-10 on gene expression of osteoclastogenic
regulatory molecules in the rat dental follicle. Eur J Oral Sci 2006, 114 (1), 42-9.

30. Kaneshiro, S.; Ebina, K.; Shi, K.; Higuchi, C.; Hirao, M.; Okamoto, M.; Koizumi, K.; Morimoto,
T.; Yoshikawa, H.; Hashimoto, J., IL-6 negatively regulates osteoblast differentiation through the
SHP2/MEK2 and SHP2/Akt2 pathways in vitro. J Bone Miner Metab 2014, 32 (4), 378-92.

31. Lam, J.; Takeshit, S.; Barker, J.; Kanagawa, O.; Ross, F.; Teitelbaum, S., TNF-alpha induces
osteoclastogenesis by direct stimulation of macrophages exposed to permissive levels of RANK ligand. J Clin
Invest 2000, 106 (12), 1481-1488.

Corresponding Author:
Dr. Ludovica Parisi
E-mail: ludovica.paris@gmail.com



